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3 <110> APPLICANT: KATO, Seishi 

4 KIMURA, Tomoko 

6 <120> TITLE OF INVENTION: Human proteins having hydrophobic domains and DNAs encoding 
these proteins 

8 <130> FILE REFERENCE: 2003-0984/WMC/01791 



10 


<140> CURRENT APPLICATION NUMBER: 10/019, 151C 










C- -> 11 


<141> CURRENT FILING DATE: 2001 


-12- 


21 














13 


<150> PRIOR 


APPLICATION 


NUMBER: 


JP 


11-178065 










14 


<151> PRIOR 


FILING DATE 


: 1999-06-24 
















16 


<160> NUMBER OF 


SEQ 


ID NOS: 


24 


















18 


<210> SEQ ID NO: 1 
























19 


<211> LENGTH: 238 
























20 


<212> TYPE: 


PRT 


























21 


<213> ORGANISM: 


Homo sapiens 


















23 


<400> SEQUENCE: 


1 
























24 


Met 


He 


Leu 


Leu 


Val 


He 


Leu 


Ala 


Phe 


Tyr 


Leu 


Trp 


Gin 


Val 


Asp 


Met 


25 


1 








5 










10 










15 




z / 


Leu 


Ser 


Glu 


He 


Asn 


He 


Ala 


Pro 


Arg 


He 


Leu 


Thr 


Asn 


rflc 


Thr 


v?±y 


28 








20 










25 










30 






30 


Val 


Met 


Pro 


Pro 


Gin 


Phe 


Lys 


Lys 


Asp 


Leu 


Asp 


Ser 


Tyr 


Leu 


Lys 


Thr 


31 






35 










40 










45 








33 


Arg 


Ser 


Pro 


Val 


Thr 


Phe 


Leu 


Ser 


Asp 


Leu 


Arg 


Ser 


Asn 


Leu 


Gin 


Val 


34 




50 










55 










60 










36 


Ser 


Asn 


Glu 


Pro 


Gly 


Asn 


Arg 


Tyr 


Asn 


Leu 


Gin 


Leu 


He 


Asn 


Ala 


Leu 


37 


65 










70 










75 










80 


39 


Val 


Leu 


Tyr 


Val 


Gly 


Thr 


Gin 


Ala 


He 


Ala 


His 


lie 


His 


Asn 


Lys 


Gly 


40 










85 










90 










95 




42 


Ser 


Thr 


Pro 


Ser 


Met 


Ser 


Thr 


He 


Thr 


His 


Ser 


Ala 


His 


Met 


Asp 


He 


43 








100 










105 










110 






45 


Phe 


Gin 


Asn 


Leu 


Ala 


Val 


Asp 


Leu 


Asp 


Thr 


Glu 


Gly 


Arg 


Tyr 


Leu 


Phe 


46 






115 










120 










125 








48 


Leu 


Asn 


Ala 


He 


Ala 


Asn 


Gin 


Leu 


Arg 


Tyr 


Pro 


Asn 


Ser 


His 


Thr 


His 


49 




130 










135 










140 










51 


Tyr 


Phe 


Ser 


Cys 


Thr 


Met 


Leu 


Tyr 


Leu 


Phe 


Ala 


Glu 


Ala 


Asn 


Thr 


Glu 


52 


145 










150 










155 










160 


54 


Ala 


He 


Gin 


Glu 


Gin 


He 


Thr 


Arg 


Val 


Leu 


Leu 


Glu 


Arg 


Leu 


He 


Val 


55 










165 










170 










175 




57 


Asn 


Arg 


Pro 


His 


Pro 


Trp 


Gly 


Leu 


Leu 


He 


Thr 


Phe 


He 


Glu 


Leu 


He 


58 








180 










185 










190 






60 


Lys 


Asn 


Pro 


Ala- 


Phe 


Lys 


Phe 


Trp 


Asn 


His 


Glu 


Phe 


Val 


His 


Cys 


Ala 


61 






195 










200 










205 








63 


Pro 


Glu 


He 


Glu 


Lys 


Leu 


Phe 


Gin 


Ser 


Val 


Ala 


Gin 


Cys 


Cys 


Met 


Gly 


64 




210 










215 










220 










66 


Gin 


Lys 


Gin 


Ala 


Gin 


Gin 


Val 


Met 


Glu 


Gly 


Thr 


Gly 


Ala 


Ser 
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70 <210> SEQ ID NO: 2 

71 <211> LENGTH: 33 9 

72 <212> TYPE: PRT 



73 <213> ORGANISM: Homo sapiens 
75 <400> SEQUENCE: 2 



76 


Met 


Ala 


Ala 


Ala 


Cys 


Gly 


Pro 


Gly Ala 


Ala Gly 


Tyr 


Cys 


Leu 


Leu 


Leu 


77 


1 








5 








10 








15 




79 


Gly 


Leu 


His 


Leu 


Phe 


Leu 


Leu 


Thr Ala 


Gly Pro 


Ala 


Leu 


Gly 


Trp 


Asn 


80 








20 








25 








30 






82 


Asp 


Pro 


Asp 


Arg 


Met 


Leu 


Leu 


Arg Asp 


Val Lys 


Ala 


Leu 


Thr 


Leu 


His 


83 






35 










40 






45 








85 


Tyr 


Asp 


Arg 


Tyr 


Thr 


Thr 


Ser 


Arg Arg 


Leu Asp 


Pro 


He 


Pro 


Gin 


Leu 


86 




50 










55 






60 










88 


Lys 


Cys 


Val 


Gly 


Gly 


Thr 


Ala 


Gly Cys 


Asp Ser 


Tyr 


Thr 


Pro 


Lys 


Val 


89 


65 










70 






75 










80 


91 


He 


Gin 


Cys 


Gin 


Asn 


Lys 


Gly 


Trp Asp 


Gly Tyr 


Asp 


Val 


Gin 


Trp 


Glu 


92 










85 








90 








95 




94 


Cys 


Lys 


Thr 


Asp 


Leu 


Asp 


He 


Ala Tyr 


Lys Phe 


Gly 


Lys 


Thr 


Val 


Val 


95 








100 








105 








110 






97 


Ser 


Cys 


Glu 


Gly 


Tyr 


Glu 


Ser 


Ser Glu 


Asp Gin 


Tyr 


Val 


Leu 


Arg 


Gly 


98 






115 










120 






125 









100 


Ser 


Cys 


Gly 


Leu 


Glu 


Tyr 


Asn Leu 


Asp Tyr 


Thr 


Glu 


Leu 


Gly 


Leu 


Gin 


101 




130 










135 






140 










103 


Lys 


Leu 


Lys 


Glu 


Ser 


Gly 


Lys Gin 


His Gly 


Phe 


Ala 


Ser 


Phe 


Ser 


Asp 


104 


145 










150 






155 










160 


106 


Tyr 


Tyr 


Tyr 


Lys 


Trp 


Ser 


Ser Ala 


Asp Ser 


Cys 


Asn 


Met 


Ser 


Gly 


Leu 


107 










165 






170 










175 




109 


He 


Thr 


He 


Val 


Val 


Leu 


Leu Gly 


He Ala 


Phe 


Val 


Val 


Tyr 


Lys 


Leu 


110 








180 








185 








190 






112 


Phe 


Leu 


Ser 


Asp 


Gly 


Gin 


Tyr Ser 


Pro Pro 


Pro 


Tyr 


Ser 


Glu 


Tyr 


Pro 


113 






195 








200 








205 








115 


Pro 


Phe 


Ser 


His 


Arg 


Tyr 


Gin Arg 


Phe Thr 


Asn 


Ser 


Ala 


Gly 


Pro 


Pro 


116 




210 










215 






220 










118 


Pro 


Pro 


Gly 


Phe 


Lys 


Ser 


Glu Phe 


Thr Gly 


Pro 


Gin 


Asn 


Thr 


Gly 


His 


119 


225 










230 






235 










240 


121 


Gly 


Ala 


Thr 


Ser 


Gly 


Phe 


Gly Ser 


Ala Phe 


Thr 


Gly 


Gin 


Gin 


Gly 


Tyr 


122 










245 






250 










255 




124 


Glu 


Asn 


Ser 


Gly 


Pro 


Gly 


Phe Trp 


Thr Gly 


Leu 


Gly 


Thr 


Gly 


Gly 


He 


125 








260 








265 








270 






127 


Leu 


Gly 


Tyr 


Leu 


Phe 


Gly 


Ser Asn 


Arg Ala 


Ala 


Thr 


Pro 


Phe 


Ser 


Asp 


128 






275 








280 








285 








130 


Ser 


Trp 


Tyr 


Tyr 


Pro 


Ser 


Tyr Pro 


Pro Ser 


Tyr 


Pro 


Gly 


Thr 


Trp 


Asn 


131 




290 










295 






300 










133 


Arg 


Ala 


Tyr 


Ser 


Pro 


Leu 


His Gly 


Gly Ser 


Gly 


Ser 


Tyr 


Ser 


Val 


Cys 


134 


305 










310 






315 










320 


136 


Ser 


Asn 


Ser 


Asp 


Thr 


Lys 


Thr Arg 


Thr Ala 


Ser 


Gly 


Tyr 


Gly 


Gly 


Thr 


137 










325 






330 










335 




139 


Arg 


Arg 


Arg 
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142 


<210> SEQ ID NO: 


; 3 


















143 


<211> LENGTH: 326 


















144 


<212> TYPE: 


PRT 




















145 


<213> ORGANISM: 


Homo sapiens 












147 


<400> SEQUENCE: 


3 


















148 


Met 


Ala 


Lys 


Met 


Glu 


Leu 


Ser Lys 


Ala Phe Ser 


Glv 


Gin 


Arg 


Thr Leu 


149 

X *± Z> 


1 








5 








10 








15 


151 


Leu 


Ser 


Ala 


lie 


Leu 


Ser 


Met 


Leu 


Cpr Ti^ll Spt 


Phe 


Ser 


Thr 


Thr Ser 


1 R9 

X J ^ 








20 
















30 




154 


UC Li 


XJC Li 


C fr» y 
OCX 




xyx 


xxp 


Phe 


Val 


Glv Thr Gin 


Lys 


Val 


Pro 


Lys Pro 


i j j 






35 










40 












157 


IlCU 


C\/C! 


gi ii 

OX Li 


xjy o 


ox y 


XJC Li 


Ala 


Ala 


Lys fvs Php 

juy 0 y 


Asp 


Met 


Pro 


Val Ser 






50 










55 






fin 








160 


XJC u 


nop 


gi V 




Thr 


Asn 


Thr 


Ser 


Thr* Gin Gin 

X J.1X \J X 11 VJ1 Li 


Val 


Val 


Gin Tyr Asn 


1 £ i 


65 










7f) 






/ D 








80 


1 61 

X O O 


irp 


Gl n 

LjX U. 


Thr 

X IlX 


gi \/ 

ox y 


Asp 


Asp 


Arg 


Phe 


OCX JrllC JTlX y 


Car 
OCX 


Jriic 


Arg 


Ser Gly 


X D *± 










ft c; 








on 








95 


166 


F1C L- 


lip 


UC Li 


Cay 
OCX 


v»y o 


Vjr X Li 


Glu 


Thr 


Val Gin Glu 


Pro 


Gly 


Glu Arg Cys 


ID / 








100 
















110 




169 


Arg 


Cot* 

OCX 


IT liC 


X xc 


Glu 


XJC Li 


Thr 


Pro 


Pm AT a TiV«3 


jH.xy 


Glu 


He 


Leu Trp 


j. / u 






1 1 c 
iij 










120 






XZ D 






X / 4/ 


XJC IX 


ocx 


XjC Li 


V3X y 


X IlX 


oxii 


He 


Thr 


Tvr Tl o Gl 
xyx xxc vjxy 


XJC Li 


Gl n 

OXil 


Phe 


He Ser 


1 71 




13 0 










135 






Xfx VJ 








175 


nic 


XjC Li 


XjC Li 


XjC Li 


XjC Li 


Thr 


Asp 


Leu 


Ti^n Tif^n Thr 

J_ICLi XICLi XliX 


Gly 


Asn 


Pro 


Ala Cys 


1 76 


145 










iju 






1 cc 

Xjj 








160 


1 7ft 
X / o 


gi v 

VJX y 


XJC Li 


Xjy o 


XJC Li 


Ser 


Ala 


Phe 


Ala 


Ala VpI Qf^-r 

riXd VdX OCX 


OCX 


v dx 


Leu Ser Gly 


1 7Q 

X / -7 










1 6R 

ID J 








1 7D 
x / u 








175 


1 ft! 

X O X 


T^i i 

XI C LX 


XJC Li 


vjx y 


nc l. 


Val 


Ala 


His 


Met 


Mp^ Tvy Qpr 
ncu xyx ocx 


GT n 

OX 11 


v ax 


Phe 


Gin Ala 


1 ft? 

X o z. 








180 










X O J 






190 




184 


Thr 


Val 


Asn 


Leu 


Glv 

vjxy 


Pro 


Glu Asp 


Ttd Ara Pro 


His 


Val 


Trp Asn Tyr 


1 ft R 

X o _> 






195 










200 












187 


Gly 


Trp 


Ala 


Phe 


Tvr 


Met 


Ala Trp 


TjPU S^r Ph^ 

uc u ocx nic 


Thr 


Cys 


Cys 


Met Ala 


1 ft ft 

X o o 




210 










215 






& At W 








190 


Ser 


Ala 


Val 


Thr 


Thr 


Phe 


Asn 


Thr 


Tvr Thr Aro 


Met 


Val 


Leu 


Glu Phe 


191 


225 










230 






235 








240 


193 


Lys 


Cys 


Lys 


His 


Ser 


Lys 


Ser 


Phe 


Lvs Glu Asn 


Pro 


Asn 


Cys 


Leu Pro 


x y*± 










245 








Z jU 








255 


196 


His 


His 


His 


Gin 


Cys 


Phe 


Pro Arg 


Arg Leu Ser 


Ser 


Ala 


Ala 


Pro Thr 


197 








260 










265 






270 




199 


Val 


Gly 


Pro 


Leu 


Thr 


Ser 


Tyr His 


Gin Tyr His 


Asn 


Gin 


Pro 


He His 


200 






275 










280 






285 






202 


Ser 


Val 


Ser 


Glu 


Gly 


Val 


Asp 


Phe 


Tyr Ser Glu 


Leu 


Arg 


Asn 


Lys Gly 


203 




290 










295 






300 








205 


Phe 


Gin 


Arg 


Gly 


Ala 


Ser 


Gin 


Glu 


Leu Lys Glu 


Ala 


Val 


Arg 


Ser Ser 


206 


305 










310 






315 








320 


208 


Val 


Glu 


Glu 


Glu 


Gin 


Cys 
















209 










325 


















211 


<210> SEQ ID NO: 


: 4 


















212 


<211> LENGTH: 324 
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213 


<212> TYPE: 


PRT 






















214 


<213> ORGANISM: 


Homo sapiens 














216 


<400> SEQUENCE: 


4 




















217 


Met 


Ala 


Ala 


Ala 


Ala 


Pro 


Glv 

vjxy 


Asn 


Glv Atct Ala 


Ser 


Ala 


Pro 


Atct 


Leu 


91 ft 

X o 


1 
















1 0 

X v 








i ^ 

X -J 




220 


Leu 


Leu 


Leu 


Phe 


Leu 


Val 


Pro 


Leu 


T.pii Trn Al a 


Pro 


Ala 


Ala 


Val 


Atct 


Z X 








20 
















^0 






99 ~K 
A o 


Al a 


m v 


XT X W 


nop 


Glu 


Asp 


Leu 


Ser 


"tl i q 2\rrf A cm 
nio Aiy noil 


xi y o 


fil ii 

OX LI 


Pt*o 
riu 




Ala 


9 94 
Z Z ** 






35 










*± \j 






*± D 








996 

Z a V? 


Pr*o 


Ala 

Aid 


OX 1 1 




Tiei l 


OX 11 


Pt*o 


VJlli 


Pro Val Ala 


Val 


Gin 


Gly 


Pro 


Glu 


9 9 7 
Z Z / 




O v 
















^0 










99 Q 

Z Z 7 




Al a 
nid 


A rrr 


Val 

V CLX 


Ul LI 


T.VQ 
u y o 


Tie 

X X c 


Phe 

IT 11C 


Thy TD >~o Zi 1 sa 
x xxx n u nla 


Al a 


XT X LJ 


v^l 

v al 


m o 


Th-r 

X XIX 




65 
















1 o 










o u 


97 9 
z o z 


Asn 


Lys 


f3i n 

ulU 


A an 


Pro 


Ala 


Thr 


Gin 


Thr* Acn T.on 
X1X1 ribll XjCU 


vjiy 


Phe 
ir lie 


Tie 
lie 


Ui e 
nio 


Al a 

ril d 


Z J J 










O D 








art 












97 ^ 
zoo 


Dho 

file 


Va 1 

Veil 


Al 


Al a 


Tie 
x x c 


OCX 


v^l 

v OX 


Tl e 

11C 


Tip Val Qpr 
x x c vai ocx 


vJl U 


JjC LL 


vjiy 


A cn 


xjy o 


O c 
z O D 








i on 

X \J \J 










1UD 






1 1 u 






97 ft 
ZOO 


Thr- 
ill! 


JT11C 


JrilC 


x ic 


Al a 


Al a 

iriXcl 


Tip 

lie 


M e*t- 

i v ie t. 


i-iX ct 1 V 1C L. r\L. y 


iyr 


A en 
noil 


Arg 


XjC LI 


Thr* 

X 111 


O "1 Q 

zo y 






1 1 c 
X X o 










ion 

1ZU 






1ZD 








9 A 1 
Zffc X 


i 

V ell 


Leu 


Al a 


ox y 


Al A 
nla 




Leu 


nla 


iicii o±y Leu 


riet. 


1 ilx 


v.ys 


T 

Leu 


Ser 


z*± z 




170 

X J \J 
















1ft u 










9 A A 


v al 


T.on 

JjcU 


.r 11c 


ox y 




Ala 


Thr* 

X 11X 


X XXX 


vol lie fxvo 


Arg 


Vdi 


Tyr 


Ixxx 


iyr 


O A C 
z4D 


145 










1 en 
















xb U 


947 
z *± / 


iyr 


V ClX 


Cor 

OCX 


Xllx 


Val 


Leu 


Phe 


Ala 


Tip php nl v 

xxc rue vjxy 


Tie 

X X c 


Am 


Met- 
ric L. 


XlC u 


At* a 


O A Q 










x o o 








1 / u 








1 1 1; 
I/O 




9R0 


ul U. 


vaxy 


Leu 


Lys 


1*1 C L. 


OCX 


nu 


A en 


rjl ii fil v fil n 

vjiu vjxy vjin 


Glu 


Glu 


Leu 


Glu 


Glu 


9 ^ 1 
Z D X 








180 










loo 






i on 
l y u 






9 R7 
zoo 


Val 

vox 


Gin 


Ala 


Glu 


T.Ol 1 
LlC LI 


xi y o 


xjy a 


xi y o 


•rtoLJ VJIU OX LI 


xr lit; 


r^l n 

OX 11 


Arg 


XI IX 


xjy o 


OCA 
Z Oft 






195 
















one 








zoo 


Leu 


Leu 


Asn 


Gly 


Pro 


Glv 

oxy 


Asp 


Val 


uiu nil vjjx y 


X 11X 


OCX 


Tie 
x xc 


Thr* 

X 11X 


V^l 

V ClX 


9 R7 
z o / 




210 










215 






9 9 0 
z, ^ u 










259 


Pro 


Gin 


Lys 


Lys 


Trp 


Leu 


His 


Phe 


Tie Set" Pro 


lie 


Phe 


Val 


Gin 


Ala 


260 


225 










230 






235 










240 


262 


Leu 


Thr 


Leu 


Thr 


Phe 


Leu 


Ala 


Glu 


TTTi fll V AQT") 
x x jl/ vjxy nop 


Arg 


Ser 


Gin 


Leu 


Thr 


263 










245 








250 








255 




265 


Thr 


He 


Val 


Leu 


Ala 


Ala 


Arg 


Glu 


Asn Pro Tvr 


Glv 

vjxy 


Val 


Ala 


Val 


Glv 

vjxy 


266 








260 










265 






270 






268 


Gly 


Thr 


Val 


Gly 


His 


Cys 


Leu 


Cys 


Thr Gly Leu 


Ala 


Val 


He 


Gly 


Gly 


269 






275 










280 






285 








271 


Arg 


Met 


He 


Ala 


Gin 


Lys 


He 


Ser 


Val Arg Thr 


Val 


Thr 


He 


He 


Gly 


272 




290 










295 






300 










274 


Gly 


He 


Val 


Phe 


Leu 


Ala 


Phe 


Ala 


Phe Ser Ala 


Leu 


Phe 


He 


Ser 


Pro 


275 


305 










310 






315 










320 


278 


Asp 


Ser 


Gly 


Phe 






















281 


<210> SEQ ID NO: 


: 5 




















282 


<211> LENGTH: 153 




















283 


<212> TYPE: 


PRT 






















284 


<213> ORGANISM: 


Homo sapiens 














286 


<400> SEQUENCE: 


5 
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287 


Met 


Asn 


Val 


Gly 

J; 


Thr 


Ala 


His 


Ser 


288 


1 








5 








290 


Met 


Asn 


Ser 


Arq 


Gly 


He 


Trp 


Leu 


291 








20 










293 


Leu 


His 


He 


Val 


Leu 


Leu 


Ser 


He 


294 






35 










40 


296 


Trp 


Thr 


Leu 


Thr 


Asn 


Leu 


He 


His 


297 




50 










55 




299 


His 


Thr 


Val 


Lys 


Glv 


Thr 


Pro 


Phe 


300 


65 










70 






302 


Arg Leu 


Leu 


Thr 


His 


Trn 
A L P 


Glu 


Gin 


303 










85 








305 


Ala 


Ser Arg 


Lys 


Phe 


Leu 


Thr 


He 


306 








100 










J u o 


Thr 


Ser. 


Phe 


Tyr 


Thr 


Lys 


Tyr 


Asp 


309 






115 










120 


311 


Val 


Ser 


Leu 


Met 


Ser 


Val 


Leu 


He 


712 




130 










135 




314 


Val 


Arg 


He 


Phe 


Gly 


He 


Asn 


Lys 


71 R 


145 










150 






717 


<210> SEQ ID NO 


: 6 








318 


<211> LENGTH: 153 








71 Q 


<212> TYPE: 


PRT 










320 


<213> ORGANISM: 


Homo sapiens 


722 


<400> SEQUENCE: 


6 








323 


Met 


Asn 


Val 


Gly 


Val 


Ala 


His 


Ser 


7 24 
o z. *± 


1 








5 








326 


Met 


Asn 


Ser 


Arg 


Gly 


He 


Trp 


Leu 


727 








20 










329 


Leu 


His 


Met 


Val 


Leu 


Leu 


Ser 


He 


330 






35 










40 


332 


Trp 


Thr 


Leu 


Thr 


Asn 


Val 


He 


His 


333 




50 










55 




335 


His 


Thr 


Val 


Lys 


Gly 


Thr 


Pro 


Phe 


336 


65 










70 






338 


Arg 


Leu 


Leu 


Thr 


His 


Trp 


Glu 


Gin 


339 










85 








341 


Ser 


Ser 


Arg 


Lys 


Phe 


Leu 


Ser 


He 


342 








100 










344 


Ala 


Ser 


Phe 


Tyr 


Thr 


Lys 


Tyr 


Asp 


345 






115 










120 


347 


Ala 


Ser 


Leu 


Leu 


Ser 


Val 


Leu 


Leu 


348 




130 










135 




350 


Val 


Arg 


Val 


Phe 


Gly 


He 


Asn 


Lys 


351 


145 










150 






353 


<210> SEQ ID NO: 


: 7 








354 


<211> LENGTH: 200 








355 


<212> TYPE: 


PRT 










356 


<213> ORGANISM: 


Homo sapiens 



Glu 


Val 


Asn 


Pro 


Asn 


Thr 


Arg 


Val 




10 










15 




Ser 


Tvr 


Val 


Leu 


Ala 


He 


Glv 


Leu 


25 










30 






Pro 


Phe 


Val 


Ser 


Val 


Pro 


Val 


Val 










45 








Asn 


Met 


Gly 


Met 


Tyr 


He 


Phe 


Leu 








60 










Glu 


Thr 


Pro 


Asp 


Gin 


Gly 


Lys 


Ala 






75 










80 


Met 


Asp 


Tyr 


Gly 


Val 


Gin 


Phe 


Thr 




90 










95 




Thr 


Pro 


He 


Val 


Leu 


Tyr 


Phe 


Leu 


105 










110 






Gin 


He 


His 


Phe 


Val 


Leu 


Asn 


Thr 










125 








Pro 


Lys 


Leu 


Pro 


Gin 


Leu 


His 


Gly 



140 



Tyr 



Glu 


Val 


Asn 


Pro 


Asn 


Thr 


Arg 


Val 




10 










15 




Ala 


Tyr 


He 


He 


Leu 


Val 


Gly 


Leu 


25 










30 






Pro 


Phe 


Phe 


Ser 


He 


Pro 


Val 


Val 










45 








Asn 


Leu 


Ala 


Thr 


Tyr 


Val 


Phe 


Leu 








60 










Glu 


Thr 


Pro 


Asp 


Gin 


Gly 


Lys 


Ala 






75 










80 


Met 


Asp 


Tyr 


Gly 


Leu 


Gin 


Phe 


Thr 




90 










95 




Ser 


Pro 


He 


Val 


Leu 


Tyr 


Leu 


Leu 


105 










110 






Ala 


Ala 


His 


Phe 


Leu 


lie 


Asn 


Thr 










125 








Pro 


Lys 


Leu 


Pro 


Gin 


Phe 


His 


Gly 



140 



Tyr 
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L: 


11 M:271 C: 


Current Filing 


Date 


differs, Replaced Current Filing Date 


L: 


626 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


17 


L : 


629 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


17 


L : 


632 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


17 


L : 


635 


M: 


336 


W: 


Inval id 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


17 


L : 


638 


M: 


336 


W: 


Inval id 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 


ID: 


17 


L : 


641 


M : 


336 


W: 


Inval id 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 


ID: 


17 


L : 


644 


M : 


336 


W: 


Inval id 


Amino 


Acid 


Number 


in 


Codina 

V*' Vh/ \X -X. X XV*J 


Region , 


SEQ 


ID: 


17 


L : 


647 


M : 


336 


W: 


Inval id 


Amino 


Acid 


Number 


in 


Codina 


Region , 


SEQ 


ID: 


17 


L : 


650 


M : 


336 


W: 


Tnv^l id 

XXXV CIX X \JL 


Ami no 


Acid 


NnmheT 

XU LXLIUa/CX 


in 


Pod l na 


Real on 


SEQ 


ID: 


17 


L : 


653 


M : 


336 


W: 


T nva lid 

X XXV d X X V-X 


Amino 


Acid 


Numbeir 


in 


Codina 


Reaion 

X\w^ X wXX , 


SEQ 


ID: 


17 


L : 


u _> o 


M : 




W : 


Tnvfl 1 "i H 

XXXV QX X V-X 


Ami no 

*illlX ilW 


Acid 


NiimheT" 

IN LXULXJT3X 


in 


Cod i na 


Reai on 

tvcy xun , 


SEQ 


ID: 


17 






1*1 . 


-> j \j 


W : 


xiivax xu 


Ami no 

.mux iiu 


Acid 


iM LXULXsCX 


in 


Poo* i na 


Reai on 


SEQ 


ID:17 


L : 


662 


M : 


336 


W : 


Tnva 1 i H 

XXXV ax X \-X 


Ami no 

4Xl 1 1 X X X w 


Acid 


Nl ^TTll'leT'* 
X>l LX 1 1 IXJ *v X 


in 


Porf i na 


Reai on 

XV_/XX , 


SEQ 


ID: 


17 


T, . 


854 


M : 


336 


W : 


T TIT 7"^ 1 "i H 

XXXV CLX X LX 


Ami no 

ni 1 1 x x iu 


Ac id 


TsJi i rnV\o 

IN LXULX/CX 


in 


PoH i na 


Pprti on 

xvtc;vj XLyll , 


SEQ 


ID: 


20 


T. . 
J_i • 


857 


M : 


336 


W : 


Tnva "1 i H 

XXXV CI X X \X 


Ami no 


Ac id 


KTnmli^T* 

X « LX 1 1 iXJ w X 


in 


Pnd i na 

L>UUX X X 


Reai on 


SEQ 


ID: 


20 


T, . 
XJ • 




i*i * 


336 


W : 


X XX V CLX X V-X 


Ami no 

1 1 X 1 1U 


Acid 


IN LX 1 1 LU C X 


in 


Po<*i "i na 


Reai on 


SEQ 


ID: 


20 


XJ . 


ft fi"} 


i*i . 




w • 


Tnva 1 l H 
xiivdxxu 


ZxmH no 

r-illlXllLj 


Ac id 


IN iXUlXsGX 


"5 n 

Xll 


PnH i no 

v^UUlll^ 


Dprri on 
x\.cy xuii , 




ID: 


20 


T . 
XJ • 




M - 

1*1 m 


-> o o 




Xll V CLX 1U 


ZxmH no 


Bp -5 H 

ii v— XU 


IN U.ULUC X 


t n 

Xll 


PoH "5 no 

^UUlllLJ 


Dpfri on 
i\cy xuii , 




ID: 


20 


T . 
±j • 


ft Q 


i*i . 




w • 


Xll V cix X IX 


J\mi no 
/"UUXllLj 


li o n o" 

X"ll^ X IX 


IX LXULLJCX 


t n 


PoH t no 

\-ULAXliy 


R^ot on 
rs.cy luii , 




ID: 


20 


T . 
XJ . 


ft79 

O / £s 


1*1 . 


116 
o o o 




xxivcix x yjL 




2*o "5 H 


IN U.I l LXJ C X 


-? n 

Xll 


PoH ■? no 
V— x ixy 


Dpni on 
ucy xuii , 




ID: 


20 


T, * 


875 


M : 


336 


W : 


Tnva lid 

XXXV CI X xu 


Ami no 


Ar* ■» H 

X^L_ xu 


XN UULUCX 


in 


Pod i na 


Reai on 

I\CM XL/11 f 


SEQ 


ID: 


20 


L ; 


o / o 


M - 


116 

J J o 




Tnval i o" 

111 V CIX XIX 


Ami no 


Acid 


"KTl 1 TTlVi O T* 
XM LXllUJGX 


■I n 

Xll 


PoH 1 no 


Dpni on 




ID: 


20 


T. . 
U • 


881 


M : 


336 


W : 


XXX V CLX X LX 


Ami no 




NiimhPT" 

XV LX I L IXV w X 


in 


Pod "i na 


Read on 

1\CM Xvll / 


SEQ 


ID: 


20 


L : 


884 


M : 


336 


W : 


XXXV CLX XIX 


Ami no 

L 1 X 1J.V— ' 


Acid 


XV LX I L IXJ X. 


in 


Pod "i na 


Reai on 

I\CM XVII , 


SEO 


ID: 


20 


L : 


887 


M : 


336 


W : 


Inval id 

XXXV CX X X LX. 


Ami no 


Acid 


Nnmhpi" 

xv ixiLixywx 


in 


Podina 


Reaion 


SEQ 


ID: 


20 


L : 


890 


M : 


336 


W : 


Tnva 1 "i H 

XXX V CLX XU 


Ami no 


Acid 


T*Jl 1 TTlViPT' 
XV LX I L ixy w X 


in 


Podina 


Reaion 

xvv^y x vj x x , 


SEQ 


ID: 


20 


L : 


893 


M : 


336 


W : 


Inval id 

XXXV CLX XU 


Amino 


Acid 


Niimhpr 

XV LXlllXV^ X 


in 


Podina 


Reaion 

. x\.c:y xvix , 


SEQ 


ID: 


20 


L : 


896 


M : 


336 


W : 


Inval id 


Amino 

ill l L XXL./ 


Acid 


Number* 

XV LllllXVCX 


in 


Podina 

v»y VX X X IH 


Reaion 


SEQ 


ID: 


20 


L : 


899 


M : 


336 


W: 


Inval i d 

xxxv ax x \x 


Ami no 

1 1 X X x v_y 


Acid 


Number* 

XV LilllX/CX 


in 


Podi na 

\»» V«» »»X X X XVJ 




SEO 


ID: 


20 


L : 


902 


M : 


336 


W: 


Inval id 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEQ 


ID: 


20 


L : 


905 


M : 


336 


W: 


Inval id 

^ XXV W*L J. *OL 


Amino 


Acid 


Number 

X>i IwXLlUk./ *w X- 


in 


Codina 


Region , 


SEQ 


ID: 


20 


L : 


908 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID:20 


L: 


911 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


20 


L: 


914 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


20 


L: 


943 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


946 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


949 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


952 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


955 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


958 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


961 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


964 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


967 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


970 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 


L: 


973 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


21 



L:1084 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:23 
L:1087 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 23 
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L:1090 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 23 
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file://C:\CRF4\Outhold\VsrJ019151C.htm 



